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Patients |age Interpretation | apoClll-0| ref.value [ apoClil-1 | ref.value | apoClll-2 | ref.value
A 16yr abnormal 9,8 4,9-16,4 29,5 43,5-60,0 60,7 30,0-50,5 [apoC-lll-2 pattern
D E B T3yr slightly abnormal 10,6 5,5-17,4 39,3 |42,9-55,9 50,1 31,8-49,4 [control
c 14yr abnormal 367 |49-164| 41,0 |43560,0| 223 | 30,0-50,5 |COGT
LT
24% D 15 yr normal pattern 13,8 | 495164 561 |43,5-60,0| 30,2 | 30,0-50,5 |CCDC115
E Syr abnormal 32,0 4,9-16,4 43,9 43,5-60,0 24,1 30,0-30,5 [COG7
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Patients |age Interpretation  |apoClll-0 |ref.value [apoClll-1 |ref.value |apoClll-2 |ref.value
A 16 yr abnormal <1 <5% 28 40%-75% 72 25%-60% |apoC-Ill-2 pattern
B 73 yr normal pattern 1 <5% 43 A0%-72% 30 25%-60% [control
g C 14yr abnormal 31 <5% 33 A0%-72% 16 25%-60% [COG7
an D 15yr | slightly abnormal 1 <5% 75 40%-75% 24 25%-60% |CCDC115
E 5yr abnormal 28 <5% 52 40%-75% 20 25%-60% |COG7
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Patients | age Interpretation | apoCill-0 | ref.value | apoClil-1 | ref.value | apoClll-2 | ref.value
I J F Ayr abnormal 11,8 | 4,9-164| 64,7 [43560,0] 235 | 30,0-50,5 [TMEM199
G 30-40 abnormal 14,3 5,5-17,4 22,7 42,9-55,9 62,9 31,8-49,4 |apoC-lll-2 pattern
5 57% H 21yr abnormal 12,5 5,5-17,4 61,7 42,9-55,9 25,8 31,8-49,4 |SLC35A1
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Patients | age Interpretation  [apoClll-0 |refwvalue |apoCli-1 |refwvalue [apoClll-2 [refvalue
D F 4yr abnormal 0 <5% 95 |40%-75% 5 25%-60% | TMEM199
G 30-40 abnormal 1 <5% 19 40%-75% 80 25%-60% |apoC-111-2 pattern
o H 21yr abnormal 6 <5% 74 40%-75% 20 25%-60% |SLC35A1
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Patients |age Interpretation |apoCIll-0 | ref.value | apoClll-1 | ref.value | apoClll-2 | ref.value

A 16 yr abnormal 9,8 4,9-16,4 29,5 43,5-60,0 60,7 30,0-50,5 [apoC-Ill-2 pattern
B 73 yr slightly abnormal 10,6 5,5-17.4 39,3 42,9-55.9 50,1 31,8-49.4 |control

C 14 yr abnormal 36,7 4,9-16,4 41,0 43,5-60,0 22,3 30,0-50,5 [COG7T

D 15 yr normal pattern 13,8 | 49164 | 56,1 |43,5-60,0| 30,2 | 30,0-50,5 |CCDC115

E Syr abnormal 32,0 4,9-16,4 43,9 43,5-60,0 24,1 30,0-50,5 [COG7T

Patients |age Interpretation |apoClll-0 |ref.value |apoClll-1 |ref.value |apoClll-2 |ref.value

A 16 yr abnormal <1 =5% 28 A0%-T75% 72 25%-60% |apoC-Ill-2 pattern
B Tiyr normal pattern 1 =5% 49 A0%-75% 50 25%-60% |control

C 14 yr abnormal 31 =5% 53 A0%-75% 16 25%-60% |COG7

D 15yr | slightly abnormal 1 =5% 73 A0%-75% 24 25%-60% |CCDC115

E Syr abnormal 28 =5% 52 A0%-T75% 20 25%-60% |COG7

Patients | age Interpretation |apoCIll-0 | ref.value | apoClll-1 | ref.value | apoClll-2 | ref.value

F ayr abnormal 11,8 4,9-16,4 64,7 43,5-60,0 23,5 30,0-50,5 [TMEM199

G 30-40 abnormal 14,3 | 55-17,4 | 22,7 |42,3-559| 62,8 | 31,8-49,4 |apoC-11I-2 pattern
H 21yr abnormal 12,5 53,5-17,4 61,7 42,9-55,9 25,8 31,8-49,4 [5LC35A1

I slightly abnormal 7.4 5,5-17.4 39,3 42,9-55.9 53,3 31,8-49.4 |control

i 24yr normal pattern 12,2 5,5-17.4 49,1 42.9-55,9 38,7 31,8-49.4

Patients | age Interpretation |apoClll-0 |ref.value |apoClll-1 |ref.value |apoClll-2 |ref.value

F ayr abnormal ] =5% a5 A0%-75% 5 25%-60% (TMEM199

G 30-40 abnormal 1 =5% 19 A0%-75% 80 25%-60% |apoC-11I-2 pattern
H 21 yr abnormal 6 =5% 74 A0%-75% 20 25%-60% |SLC35A1

[ normal pattern 0 =5% 43 A0%-75% 57 25%-60% |control

J 24yr | normal pattern 0 =5% 68 A0%-T75% 32 25%-60%
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